
 1 

Supplementary Information  

 

In Vivo Base Editing Rescues Hutchinson-Gilford Progeria Syndrome in Mice 

Luke W. Koblan1,2,3,12, Michael R. Erdos4,12, Christopher Wilson1,2,3, Wayne A. Cabral4, 

Jonathan M. Levy1,2,3, Zheng-Mei Xiong4, Urraca L. Tavarez4, Lindsay Davison6, Yantenew 

G. Gete5, Xiaojing Mao5, Gregory A. Newby1,2,3, Sean P. Doherty6, Narisu Narisu4, Quanhu 

Sheng7, Chad Krilow4, Charles Y. Lin8,9, Leslie B. Gordon10,11, Kan Cao5 , Francis S. Collins4*, 

Jonathan D. Brown6*, David R. Liu1,2,3* 
  



 2 

Supplementary Note 1. Description of censored mice in the longevity study.  
 
One female mouse injected with ABE-AAV9 at P14 was found dead following an unknown 
abdominal trauma at 186 days of age.  
 
Following a urethra prolapse and subsequent infection, one male mouse injected with ABE-
AAV9 at P3 was euthanized at 279 days of age.  
 
One male mouse injected with ABE-AAV9 at P14 was euthanized at 303 days of age 
following an obstructive uropathy, a previously reported occurrence in C57BL/6 mice64.  
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Supplementary Note 2. Lentivirus and adeno-associated virus plasmid sequences 
 
Lentiviral ABEmax-VRQR + LMNA sgRNA vector sequence 
 
CMV promoter 
Lenti LTRs 
psi 
gag 
RRE 
CPPT 
U6 promoter 
LMNA sgRNA 
SpCas9 scaffold 
EFS promoter 
ABEmax VRQR  
P2A 
Puromycin 
WPRE 
BGH poly-A 
F1 origin 
SV40 rep 
Bleomycin 
SV40 poly-A 
pUC origin 
Amp Resistance 
 
GTCGACGGATCGGGAGATCTCCCGATCCCCTATGGTGCACTCTCAGTACAATCTGCTCT
GATGCCGCATAGTTAAGCCAGTATCTGCTCCCTGCTTGTGTGTTGGAGGTCGCTGAGTA
GTGCGCGAGCAAAATTTAAGCTACAACAAGGCAAGGCTTGACCGACAATTGCATGAAGA
ATCTGCTTAGGGTTAGGCGTTTTGCGCTGCTTCGCGATGTACGGGCCAGATATACGCGT
TGACATTGATTATTGACTAGTTATTAATAGTAATCAATTACGGGGTCATTAGTTCATAGC
CCATATATGGAGTTCCGCGTTACATAACTTACGGTAAATGGCCCGCCTGGCTGACCGC
CCAACGACCCCCGCCCATTGACGTCAATAATGACGTATGTTCCCATAGTAACGCCAAT
AGGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGTAAACTGCCCACTTGGCA
GTACATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAAT
GGCCCGCCTGGCATTATGCCCAGTACATGACCTTATGGGACTTTCCTACTTGGCAGTA
CATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTACATCAATG
GGCGTGGATAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCACCCCATTGACGTCAA
TGGGAGTTTGTTTTGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTAACAACTCC
GCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGC
GCGTTTTGCCTGTACTGGGTCTCTCTGGTTAGACCAGATCTGAGCCTGGGAGCTCTCTG
GCTAACTAGGGAACCCACTGCTTAAGCCTCAATAAAGCTTGCCTTGAGTGCTTCAAGTA
GTGTGTGCCCGTCTGTTGTGTGACTCTGGTAACTAGAGATCCCTCAGACCCTTTTAGTCA
GTGTGGAAAATCTCTAGCAGTGGCGCCCGAACAGGGACTTGAAAGCGAAAGGGAAACC
AGAGGAGCTCTCTCGACGCAGGACTCGGCTTGCTGAAGCGCGCACGGCAAGAGGCGA
GGGGCGGCGACTGGTGAGTACGCCAAAAATTTTGACTAGCGGAGGCTAGAAGGAGAGA
GATGGGTGCGAGAGCGTCAGTATTAAGCGGGGGAGAATTAGATCGCGATGGGAAAAAA
TTCGGTTAAGGCCAGGGGGAAAGAAAAAATATAAATTAAAACATATAGTATGGGCAAGCA
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GGGAGCTAGAACGATTCGCAGTTAATCCTGGCCTGTTAGAAACATCAGAAGGCTGTAGA
CAAATACTGGGACAGCTACAACCATCCCTTCAGACAGGATCAGAAGAACTTAGATCATTA
TATAATACAGTAGCAACCCTCTATTGTGTGCATCAAAGGATAGAGATAAAAGACACCAAG
GAAGCTTTAGACAAGATAGAGGAAGAGCAAAACAAAAGTAAGACCACCGCACAGCAAGC
GGCCGCTGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATT
ATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCT
TGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCA
GACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATTTGCTGAGGGCTATTGAGGCG
CAACAGCATCTGTTGCAACTCACAGTCTGGGGCATCAAGCAGCTCCAGGCAAGAATCCT
GGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGAAC
AGATTTGGAATCACACGACCTGGATGGAGTGGGACAGAGAAATTAACAATTACACAAGC
TTAATACACTCCTTAATTGAAGAATCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTAT
TGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGT
ATATAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTCAGACCCACCT
CCCAACCCCGAGGGGACCCGACAGGCCCGAAGGAATAGAAGAAGAAGGTGGAGAGAG
AGACAGAGACAGATCCATTCGATTAGTGAACGGATCGGCACTGCGTGCGCCAATTCTGC
AGACAAATGGCAGTATTCATCCACAATTTTAAAAGAAAAGGGGGGATTGGGGGGTACAG
TGCAGGGGAAAGAATAGTAGACATAATAGCAACAGACATACAAACTAAAGAATTACAAAA
ACAAATTACAAAAATTCAAAATTTTCGGGTTTATTACAGGGACAGCAGAGATCCAGTTTG
GTTAATTAAGGTACCGAGGGCCTATTTCCCATGATTCCTTCATATTTGCATATACGATACA
AGGCTGTTAGAGAGATAATTAGAATTAATTTGACTGTAAACACAAAGATATTAGTACAAAA
TACGTGACGTAGAAAGTAATAATTTCTTGGGTAGTTTGCAGTTTTAAAATTATGTTTTAAA
ATGGACTATCATATGCTTACCGTAACTTGAAAGTATTTCGATTTCTTGGCTTTATATATCTT
GTGGAAAGGACGAAACACCGGTCCACCCACCTGGGCTCCGTTTTAGAGCTAGAAATAG
CAAGTTAAAATAAGGCTAGTCCGTTATCAACTTGAAAAAGTGGCACCGAGTCGGTGCTTT
TTTGAATTCGCTAGCTAGGTCTTGAAAGGAGTGGGAATTGGCTCCGGTGCCCGTCAGTG
GGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTG
ATCCGGTGCCTAGAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGG
CTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCCGTGA
ACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGGACCGGTGCCACCATGAAACG
GACAGCCGACGGAAGCGAGTTCGAGTCACCAAAGAAGAAGCGGAAAGTCTCTGAAGTC
GAGTTTAGCCACGAGTATTGGATGAGGCACGCACTGACCCTGGCAAAGCGAGCATGGG
ATGAAAGAGAAGTCCCCGTGGGCGCCGTGCTGGTGCACAACAATAGAGTGATCGGAGA
GGGATGGAACAGGCCAATCGGCCGCCACGACCCTACCGCACACGCAGAGATCATGGCA
CTGAGGCAGGGAGGCCTGGTCATGCAGAATTACCGCCTGATCGATGCCACCCTGTATG
TGACACTGGAGCCATGCGTGATGTGCGCAGGAGCAATGATCCACAGCAGGATCGGAAG
AGTGGTGTTCGGAGCACGGGACGCCAAGACCGGCGCAGCAGGCTCCCTGATGGATGT
GCTGCACCACCCCGGCATGAACCACCGGGTGGAGATCACAGAGGGAATCCTGGCAGAC
GAGTGCGCCGCCCTGCTGAGCGATTTCTTTAGAATGCGGAGACAGGAGATCAAGGCCC
AGAAGAAGGCACAGAGCTCCACCGACTCTGGAGGATCTAGCGGAGGATCCTCTGGAAG
CGAGACACCAGGCACAAGCGAGTCCGCCACACCAGAGAGCTCCGGCGGCTCCTCCGG
AGGATCCTCTGAGGTGGAGTTTTCCCACGAGTACTGGATGAGACATGCCCTGACCCTGG
CCAAGAGGGCACGCGATGAGAGGGAGGTGCCTGTGGGAGCCGTGCTGGTGCTGAACA
ATAGAGTGATCGGCGAGGGCTGGAACAGAGCCATCGGCCTGCACGACCCAACAGCCCA
TGCCGAAATTATGGCCCTGAGACAGGGCGGCCTGGTCATGCAGAACTACAGACTGATT
GACGCCACCCTGTACGTGACATTCGAGCCTTGCGTGATGTGCGCCGGCGCCATGATCC
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ACTCTAGGATCGGCCGCGTGGTGTTTGGCGTGAGGAACGCAAAAACCGGCGCCGCAG
GCTCCCTGATGGACGTGCTGCACTACCCCGGCATGAATCACCGCGTCGAAATTACCGA
GGGAATCCTGGCAGATGAATGTGCCGCCCTGCTGTGCTATTTCTTTCGGATGCCTAGAC
AGGTGTTCAATGCTCAGAAGAAGGCCCAGAGCTCCACCGACTCCGGAGGATCTAGCGG
AGGCTCCTCTGGCTCTGAGACACCTGGCACAAGCGAGAGCGCAACACCTGAAAGCAGC
GGGGGCAGCAGCGGGGGGTCAGACAAGAAGTACAGCATCGGCCTGGCCATCGGCACC
AACTCTGTGGGCTGGGCCGTGATCACCGACGAGTACAAGGTGCCCAGCAAGAAATTCA
AGGTGCTGGGCAACACCGACCGGCACAGCATCAAGAAGAACCTGATCGGAGCCCTGCT
GTTCGACAGCGGCGAAACAGCCGAGGCCACCCGGCTGAAGAGAACCGCCAGAAGAAG
ATACACCAGACGGAAGAACCGGATCTGCTATCTGCAAGAGATCTTCAGCAACGAGATGG
CCAAGGTGGACGACAGCTTCTTCCACAGACTGGAAGAGTCCTTCCTGGTGGAAGAGGA
TAAGAAGCACGAGCGGCACCCCATCTTCGGCAACATCGTGGACGAGGTGGCCTACCAC
GAGAAGTACCCCACCATCTACCACCTGAGAAAGAAACTGGTGGACAGCACCGACAAGG
CCGACCTGCGGCTGATCTATCTGGCCCTGGCCCACATGATCAAGTTCCGGGGCCACTT
CCTGATCGAGGGCGACCTGAACCCCGACAACAGCGACGTGGACAAGCTGTTCATCCAG
CTGGTGCAGACCTACAACCAGCTGTTCGAGGAAAACCCCATCAACGCCAGCGGCGTGG
ACGCCAAGGCCATCCTGTCTGCCAGACTGAGCAAGAGCAGACGGCTGGAAAATCTGAT
CGCCCAGCTGCCCGGCGAGAAGAAGAATGGCCTGTTCGGAAACCTGATTGCCCTGAGC
CTGGGCCTGACCCCCAACTTCAAGAGCAACTTCGACCTGGCCGAGGATGCCAAACTGC
AGCTGAGCAAGGACACCTACGACGACGACCTGGACAACCTGCTGGCCCAGATCGGCGA
CCAGTACGCCGACCTGTTTCTGGCCGCCAAGAACCTGTCCGACGCCATCCTGCTGAGC
GACATCCTGAGAGTGAACACCGAGATCACCAAGGCCCCCCTGAGCGCCTCTATGATCAA
GAGATACGACGAGCACCACCAGGACCTGACCCTGCTGAAAGCTCTCGTGCGGCAGCAG
CTGCCTGAGAAGTACAAAGAGATTTTCTTCGACCAGAGCAAGAACGGCTACGCCGGCTA
CATTGACGGCGGAGCCAGCCAGGAAGAGTTCTACAAGTTCATCAAGCCCATCCTGGAAA
AGATGGACGGCACCGAGGAACTGCTCGTGAAGCTGAACAGAGAGGACCTGCTGCGGAA
GCAGCGGACCTTCGACAACGGCAGCATCCCCCACCAGATCCACCTGGGAGAGCTGCAC
GCCATTCTGCGGCGGCAGGAAGATTTTTACCCATTCCTGAAGGACAACCGGGAAAAGAT
CGAGAAGATCCTGACCTTCCGCATCCCCTACTACGTGGGCCCTCTGGCCAGGGGAAAC
AGCAGATTCGCCTGGATGACCAGAAAGAGCGAGGAAACCATCACCCCCTGGAACTTCG
AGGAAGTGGTGGACAAGGGCGCTTCCGCCCAGAGCTTCATCGAGCGGATGACCAACTT
CGATAAGAACCTGCCCAACGAGAAGGTGCTGCCCAAGCACAGCCTGCTGTACGAGTAC
TTCACCGTGTATAACGAGCTGACCAAAGTGAAATACGTGACCGAGGGAATGAGAAAGCC
CGCCTTCCTGAGCGGCGAGCAGAAAAAGGCCATCGTGGACCTGCTGTTCAAGACCAAC
CGGAAAGTGACCGTGAAGCAGCTGAAAGAGGACTACTTCAAGAAAATCGAGTGCTTCGA
CTCCGTGGAAATCTCCGGCGTGGAAGATCGGTTCAACGCCTCCCTGGGCACATACCAC
GATCTGCTGAAAATTATCAAGGACAAGGACTTCCTGGACAATGAGGAAAACGAGGACAT
TCTGGAAGATATCGTGCTGACCCTGACACTGTTTGAGGACAGAGAGATGATCGAGGAAC
GGCTGAAAACCTATGCCCACCTGTTCGACGACAAAGTGATGAAGCAGCTGAAGCGGCG
GAGATACACCGGCTGGGGCAGGCTGAGCCGGAAGCTGATCAACGGCATCCGGGACAA
GCAGTCCGGCAAGACAATCCTGGATTTCCTGAAGTCCGACGGCTTCGCCAACAGAAACT
TCATGCAGCTGATCCACGACGACAGCCTGACCTTTAAAGAGGACATCCAGAAAGCCCAG
GTGTCCGGCCAGGGCGATAGCCTGCACGAGCACATTGCCAATCTGGCCGGCAGCCCC
GCCATTAAGAAGGGCATCCTGCAGACAGTGAAGGTGGTGGACGAGCTCGTGAAAGTGA
TGGGCCGGCACAAGCCCGAGAACATCGTGATCGAAATGGCCAGAGAGAACCAGACCAC
CCAGAAGGGACAGAAGAACAGCCGCGAGAGAATGAAGCGGATCGAAGAGGGCATCAAA
GAGCTGGGCAGCCAGATCCTGAAAGAACACCCCGTGGAAAACACCCAGCTGCAGAACG
AGAAGCTGTACCTGTACTACCTGCAGAATGGGCGGGATATGTACGTGGACCAGGAACT
GGACATCAACCGGCTGTCCGACTACGATGTGGACCATATCGTGCCTCAGAGCTTTCTGA
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AGGACGACTCCATCGACAACAAGGTGCTGACCAGAAGCGACAAGAACCGGGGCAAGAG
CGACAACGTGCCCTCCGAAGAGGTCGTGAAGAAGATGAAGAACTACTGGCGGCAGCTG
CTGAACGCCAAGCTGATTACCCAGAGAAAGTTCGACAATCTGACCAAGGCCGAGAGAG
GCGGCCTGAGCGAACTGGATAAGGCCGGCTTCATCAAGAGACAGCTGGTGGAAACCCG
GCAGATCACAAAGCACGTGGCACAGATCCTGGACTCCCGGATGAACACTAAGTACGAC
GAGAATGACAAGCTGATCCGGGAAGTGAAAGTGATCACCCTGAAGTCCAAGCTGGTGTC
CGATTTCCGGAAGGATTTCCAGTTTTACAAAGTGCGCGAGATCAACAACTACCACCACG
CCCACGACGCCTACCTGAACGCCGTCGTGGGAACCGCCCTGATCAAAAAGTACCCTAA
GCTGGAAAGCGAGTTCGTGTACGGCGACTACAAGGTGTACGACGTGCGGAAGATGATC
GCCAAGAGCGAGCAGGAAATCGGCAAGGCTACCGCCAAGTACTTCTTCTACAGCAACAT
CATGAACTTTTTCAAGACCGAGATTACCCTGGCCAACGGCGAGATCCGGAAGCGGCCTC
TGATCGAGACAAACGGCGAAACCGGGGAGATCGTGTGGGATAAGGGCCGGGATTTTGC
CACCGTGCGGAAAGTGCTGAGCATGCCCCAAGTGAATATCGTGAAAAAGACCGAGGTG
CAGACAGGCGGCTTCAGCAAAGAGTCTATCCTGCCCAAGAGGAACAGCGATAAGCTGA
TCGCCAGAAAGAAGGACTGGGACCCTAAGAAGTACGGCGGCTTCGTGAGCCCCACCGT
GGCCTATTCTGTGCTGGTGGTGGCCAAAGTGGAAAAGGGCAAGTCCAAGAAACTGAAG
AGTGTGAAAGAGCTGCTGGGGATCACCATCATGGAAAGAAGCAGCTTCGAGAAGAATCC
CATCGACTTTCTGGAAGCCAAGGGCTACAAAGAAGTGAAAAAGGACCTGATCATCAAGC
TGCCTAAGTACTCCCTGTTCGAGCTGGAAAACGGCCGGAAGAGAATGCTGGCCTCAGC
CAGAGAACTGCAGAAGGGAAACGAACTGGCCCTGCCCTCCAAATATGTGAACTTCCTGT
ACCTGGCCAGCCACTATGAGAAGCTGAAGGGCTCCCCCGAGGATAATGAGCAGAAACA
GCTGTTTGTGGAACAGCACAAGCACTACCTGGACGAGATCATCGAGCAGATCAGCGAGT
TCTCCAAGAGAGTGATCCTGGCCGACGCTAATCTGGACAAAGTGCTGTCCGCCTACAAC
AAGCACCGGGATAAGCCCATCAGAGAGCAGGCCGAGAATATCATCCACCTGTTTACCCT
GACCAATCTGGGAGCCCCTGCCGCCTTCAAGTACTTTGACACCACCATCGACCGGAAG
CAGTACAGAAGCACCAAAGAGGTGCTGGACGCCACCCTGATCCACCAGAGCATCACCG
GCCTGTACGAGACACGGATCGACCTGTCTCAGCTGGGAGGTGACTCTGGCGGCTCAAA
AAGAACCGCCGACGGCAGCGAATTCGAGCCCAAGAAGAAGAGGAAAGTCGGATCCGG
GGCCACCAACTTTTCTCTGCTGAAACAAGCCGGAGATGTCGAAGAGAATCCTGGACCGA
CCGAGTACAAGCCCACGGTGCGCCTCGCCACCCGCGACGACGTCCCCAGGGCCGTAC
GCACCCTCGCCGCCGCGTTCGCCGACTACCCCGCCACGCGCCACACCGTCGATCCGG
ACCGCCACATCGAGCGGGTCACCGAGCTGCAAGAACTCTTCCTCACGCGCGTCGGGCT
CGACATCGGCAAGGTGTGGGTCGCGGACGACGGCGCCGCGGTGGCGGTCTGGACCAC
GCCGGAGAGCGTCGAAGCGGGGGCGGTGTTCGCCGAGATCGGCCCGCGCATGGCCG
AGTTGAGCGGTTCCCGGCTGGCCGCGCAGCAACAGATGGAAGGCCTCCTGGCGCCGC
ACCGGCCCAAGGAGCCCGCGTGGTTCCTGGCCACCGTCGGAGTCTCGCCCGACCACC
AGGGCAAGGGTCTGGGCAGCGCCGTCGTGCTCCCCGGAGTGGAGGCGGCCGAGCGC
GCCGGGGTGCCCGCCTTCCTGGAGACCTCCGCGCCCCGCAACCTCCCCTTCTACGAGC
GGCTCGGCTTCACCGTCACCGCCGACGTCGAGGTGCCCGAAGGACCGCGCACCTGGT
GCATGACCCGCAAGCCCGGTGCCTGAACGCGTTAAGTCGACAATCAACCTCTGGATTAC
AAAATTTGTGAAAGATTGACTGGTATTCTTAACTATGTTGCTCCTTTTACGCTATGTGGAT
ACGCTGCTTTAATGCCTTTGTATCATGCTATTGCTTCCCGTATGGCTTTCATTTTCTCCTC
CTTGTATAAATCCTGGTTGCTGTCTCTTTATGAGGAGTTGTGGCCCGTTGTCAGGCAACG
TGGCGTGGTGTGCACTGTGTTTGCTGACGCAACCCCCACTGGTTGGGGCATTGCCACC
ACCTGTCAGCTCCTTTCCGGGACTTTCGCTTTCCCCCTCCCTATTGCCACGGCGGAACT
CATCGCCGCCTGCCTTGCCCGCTGCTGGACAGGGGCTCGGCTGTTGGGCACTGACAAT
TCCGTGGTGTTGTCGGGGAAATCATCGTCCTTTCCTTGGCTGCTCGCCTGTGTTGCCAC
CTGGATTCTGCGCGGGACGTCCTTCTGCTACGTCCCTTCGGCCCTCAATCCAGCGGAC
CTTCCTTCCCGCGGCCTGCTGCCGGCTCTGCGGCCTCTTCCGCGTCTTCGCCTTCGCC
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CTCAGACGAGTCGGATCTCCCTTTGGGCCGCCTCCCCGCGTCGACTTTAAGACCAATGA
CTTACAAGGCAGCTGTAGATCTTAGCCACTTTTTAAAAGAAAAGGGGGGACTGGAAGGG
CTAATTCACTCCCAACGAAGACAAGATCTGCTTTTTGCTTGTACTGGGTCTCTCTGGTTA
GACCAGATCTGAGCCTGGGAGCTCTCTGGCTAACTAGGGAACCCACTGCTTAAGCCTCA
ATAAAGCTTGCCTTGAGTGCTTCAAGTAGTGTGTGCCCGTCTGTTGTGTGACTCTGGTAA
CTAGAGATCCCTCAGACCCTTTTAGTCAGTGTGGAAAATCTCTAGCAGGGCCCGTTTAAA
CCCGCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTCC
CCCGTGCCTTCCTTGACCCTGGAAGGTGCCACTCCCACTGTCCTTTCCTAATAAAATGA
GGAAATTGCATCGCATTGTCTGAGTAGGTGTCATTCTATTCTGGGGGGTGGGGTGGGG
CAGGACAGCAAGGGGGAGGATTGGGAAGACAATAGCAGGCATGCTGGGGATGCGGTG
GGCTCTATGGCTTCTGAGGCGGAAAGAACCAGCTGGGGCTCTAGGGGGTATCCCCACG
CGCCCTGTAGCGGCGCATTAAGCGCGGCGGGTGTGGTGGTTACGCGCAGCGTGACCG
CTACACTTGCCAGCGCCCTAGCGCCCGCTCCTTTCGCTTTCTTCCCTTCCTTTCTCGCCA
CGTTCGCCGGCTTTCCCCGTCAAGCTCTAAATCGGGGGCTCCCTTTAGGGTTCCGATTT
AGTGCTTTACGGCACCTCGACCCCAAAAAACTTGATTAGGGTGATGGTTCACGTAGTGG
GCCATCGCCCTGATAGACGGTTTTTCGCCCTTTGACGTTGGAGTCCACGTTCTTTAATAG
TGGACTCTTGTTCCAAACTGGAACAACACTCAACCCTATCTCGGTCTATTCTTTTGATTTA
TAAGGGATTTTGCCGATTTCGGCCTATTGGTTAAAAAATGAGCTGATTTAACAAAAATTTA
ACGCGAATTAATTCTGTGGAATGTGTGTCAGTTAGGGTGTGGAAAGTCCCCAGGCTCCC
CAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCAGGTGTGGAAAG
TCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAAC
CATAGTCCCGCCCCTAACTCCGCCCATCCCGCCCCTAACTCCGCCCAGTTCCGCCCATT
CTCCGCCCCATGGCTGACTAATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCTGCC
TCTGAGCTATTCCAGAAGTAGTGAGGAGGCTTTTTTGGAGGCCTAGGCTTTTGCAAAAA
GCTCCCGGGAGCTTGTATATCCATTTTCGGATCTGATCAGCACGTGTTGACAATTAATCA
TCGGCATAGTATATCGGCATAGTATAATACGACAAGGTGAGGAACTAAACCATGGCCAA
GTTGACCAGTGCCGTTCCGGTGCTCACCGCGCGCGACGTCGCCGGAGCGGTCGAGTT
CTGGACCGACCGGCTCGGGTTCTCCCGGGACTTCGTGGAGGACGACTTCGCCGGTGT
GGTCCGGGACGACGTGACCCTGTTCATCAGCGCGGTCCAGGACCAGGTGGTGCCGGA
CAACACCCTGGCCTGGGTGTGGGTGCGCGGCCTGGACGAGCTGTACGCCGAGTGGTC
GGAGGTCGTGTCCACGAACTTCCGGGACGCCTCCGGGCCGGCCATGACCGAGATCGG
CGAGCAGCCGTGGGGGCGGGAGTTCGCCCTGCGCGACCCGGCCGGCAACTGCGTGC
ACTTCGTGGCCGAGGAGCAGGACTGACACGTGCTACGAGATTTCGATTCCACCGCCGC
CTTCTATGAAAGGTTGGGCTTCGGAATCGTTTTCCGGGACGCCGGCTGGATGATCCTCC
AGCGCGGGGATCTCATGCTGGAGTTCTTCGCCCACCCCAACTTGTTTATTGCAGCTTAT
AATGGTTACAAATAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTCACTGC
ATTCTAGTTGTGGTTTGTCCAAACTCATCAATGTATCTTATCATGTCTGTATACCGTCGAC
CTCTAGCTAGAGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCC
GCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCT
AATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGA
AACCTGTCGTGCCAGCTGCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGTTTGC
GTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTG
CGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGG
ATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAA
GGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATC
GACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCC
CCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGT
CCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTC
AGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGC
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CCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGAC
TTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCG
GTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTT
GGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATC
CGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGC
GCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGT
GGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATTATCAAAAAGGATCTTCACCT
AGATCCTTTTAAATTAAAAATGAAGTTTTAAATCAATCTAAAGTATATATGAGTAAACTTGG
TCTGACAGTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTCTATTTCGT
TCATCCATAGTTGCCTGACTCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACC
ATCTGGCCCCAGTGCTGCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGATTTAT
CAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATC
CGCCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTAGAGTAAGTAGTTCGCCAGTTAA
TAGTTTGCGCAACGTTGTTGCCATTGCTACAGGCATCGTGGTGTCACGCTCGTCGTTTG
GTATGGCTTCATTCAGCTCCGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATG
TTGTGCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGC
CGCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATC
CGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTCATTCTGAGAATAGTGTAT
GCGGCGACCGAGTTGCTCTTGCCCGGCGTCAATACGGGATAATACCGCGCCACATAGC
AGAACTTTAAAAGTGCTCATCATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATC
TTACCGCTGTTGAGATCCAGTTCGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCA
TCTTTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCAAAA
AAGGGAATAAGGGCGACACGGAAATGTTGAATACTCATACTCTTCCTTTTTCAATATTATT
GAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATATTTGAATGTATTTAGAAAAA
TAAACAAATAGGGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCTGAC 
 
AAV Constructs 
 
AAV ITR 
Cbh promoter 
Bipartite NLS 
rAPOBEC1 (CBEmax) 
tadA (ABEmax) 
Linkers 
Cas9 (N- or C-terminal specified in construct title) 
Npu N-terminal fragment 
Npu C-terminal fragment 
UGI 
W3 
bGH 
U6-sgRNA 
sgRNA spacer 
HGPS protospacer 
 
ABEmax v5 AAV N-terminal (Same as Addgene plasmid #137178) 
 
CTGCGCGCTCGCTCGCTCACTGAGGCCGCCCGGGCAAAGCCCGGGCGTCGGGCGACC
TTTGGTCGCCCGGCCTCAGTGAGCGAGCGAGCGCGCAGAGAGGGAGTGGCCAACTCC
ATCACTAGGGGTTCCTGCGGCCTCTAGATCAGGGTACCCGTTACATAACTTACGGTAAA
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TGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAGTAACGCCA
ATAGGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGTAAACTGCCCACTTGGC
AGTACATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAATG
GCCCGCCTGGCATTGTGCCCAGTACATGACCTTATGGGACTTTCCTACTTGGCAGTACA
TCTACGTATTAGTCATCGCTATTACCATGGTCGAGGTGAGCCCCACGTTCTGCTTCACTC
TCCCCATCTCCCCCCCCTCCCCACCCCCAATTTTGTATTTATTTATTTTTTAATTATTTTGT
GCAGCGATGGGGGCGGGGGGGGGGGGGGGGCGCGCGCCAGGCGGGGCGGGGCGG
GGCGAGGGGCGGGGCGGGGCGAGGCGGAGAGGTGCGGCGGCAGCCAATCAGAGCG
GCGCGCTCCGAAAGTTTCCTTTTATGGCGAGGCGGCGGCGGCGGCGGCCCTATAAAAA
GCGAAGCGCGCGGCGGGCGGGAGTCGCTGCGACGCTGCCTTCGCCCCGTGCCCCGC
TCCGCCGCCGCCTCGCGCCGCCCGCCCCGGCTCTGACTGACCGCGTTACTCCCACAG
GTGAGCGGGCGGGACGGCCCTTCTCCTCCGGGCTGTAATTAGCTGAGCAAGAGGTAAG
GGTTTAAGGGATGGTTGGTTGGTGGGGTATTAATGTTTAATTACCTGGAGCACCTGCCT
GAAATCACTTTTTTTCAGGTTGGACCGGTGCCACCATGAAACGGACAGCCGACGGAAGC
GAGTTCGAGTCACCAAAGAAGAAGCGGAAAGTCTCTGAAGTCGAGTTTAGCCACGAGTA
TTGGATGAGGCACGCACTGACCCTGGCAAAGCGAGCATGGGATGAAAGAGAAGTCCCC
GTGGGCGCCGTGCTGGTGCACAACAATAGAGTGATCGGAGAGGGATGGAACAGGCCAA
TCGGCCGCCACGACCCTACCGCACACGCAGAGATCATGGCACTGAGGCAGGGAGGCC
TGGTCATGCAGAATTACCGCCTGATCGATGCCACCCTGTATGTGACACTGGAGCCATGC
GTGATGTGCGCAGGAGCAATGATCCACAGCAGGATCGGAAGAGTGGTGTTCGGAGCAC
GGGACGCCAAGACCGGCGCAGCAGGCTCCCTGATGGATGTGCTGCACCACCCCGGCA
TGAACCACCGGGTGGAGATCACAGAGGGAATCCTGGCAGACGAGTGCGCCGCCCTGCT
GAGCGATTTCTTTAGAATGCGGAGACAGGAGATCAAGGCCCAGAAGAAGGCACAGAGC
TCCACCGACTCTGGAGGATCTAGCGGAGGATCCTCTGGAAGCGAGACACCAGGCACAA
GCGAGTCCGCCACACCAGAGAGCTCCGGCGGCTCCTCCGGAGGATCCTCTGAGGTGG
AGTTTTCCCACGAGTACTGGATGAGACATGCCCTGACCCTGGCCAAGAGGGCACGCGA
TGAGAGGGAGGTGCCTGTGGGAGCCGTGCTGGTGCTGAACAATAGAGTGATCGGCGA
GGGCTGGAACAGAGCCATCGGCCTGCACGACCCAACAGCCCATGCCGAAATTATGGCC
CTGAGACAGGGCGGCCTGGTCATGCAGAACTACAGACTGATTGACGCCACCCTGTACG
TGACATTCGAGCCTTGCGTGATGTGCGCCGGCGCCATGATCCACTCTAGGATCGGCCG
CGTGGTGTTTGGCGTGAGGAACGCAAAAACCGGCGCCGCAGGCTCCCTGATGGACGTG
CTGCACTACCCCGGCATGAATCACCGCGTCGAAATTACCGAGGGAATCCTGGCAGATG
AATGTGCCGCCCTGCTGTGCTATTTCTTTCGGATGCCTAGACAGGTGTTCAATGCTCAG
AAGAAGGCCCAGAGCTCCACCGACTCCGGAGGATCTAGCGGAGGCTCCTCTGGCTCTG
AGACACCTGGCACAAGCGAGAGCGCAACACCTGAAAGCAGCGGGGGCAGCAGCGGGG
GGTCAGACAAGAAGTACAGCATCGGCCTGGCCATCGGCACCAACTCTGTGGGCTGGGC
CGTGATCACCGACGAGTACAAGGTGCCCAGCAAGAAATTCAAGGTGCTGGGCAACACC
GACCGGCACAGCATCAAGAAGAACCTGATCGGAGCCCTGCTGTTCGACAGCGGCGAAA
CAGCCGAGGCCACCCGGCTGAAGAGAACCGCCAGAAGAAGATACACCAGACGGAAGAA
CCGGATCTGCTATCTGCAAGAGATCTTCAGCAACGAGATGGCCAAGGTGGACGACAGC
TTCTTCCACAGACTGGAAGAGTCCTTCCTGGTGGAAGAGGATAAGAAGCACGAGCGGC
ACCCCATCTTCGGCAACATCGTGGACGAGGTGGCCTACCACGAGAAGTACCCCACCAT
CTACCACCTGAGAAAGAAACTGGTGGACAGCACCGACAAGGCCGACCTGCGGCTGATC
TATCTGGCCCTGGCCCACATGATCAAGTTCCGGGGCCACTTCCTGATCGAGGGCGACC
TGAACCCCGACAACAGCGACGTGGACAAGCTGTTCATCCAGCTGGTGCAGACCTACAA
CCAGCTGTTCGAGGAAAACCCCATCAACGCCAGCGGCGTGGACGCCAAGGCCATCCTG
TCTGCCAGACTGAGCAAGAGCAGACGGCTGGAAAATCTGATCGCCCAGCTGCCCGGCG
AGAAGAAGAATGGCCTGTTCGGAAACCTGATTGCCCTGAGCCTGGGCCTGACCCCCAA
CTTCAAGAGCAACTTCGACCTGGCCGAGGATGCCAAACTGCAGCTGAGCAAGGACACC
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TACGACGACGACCTGGACAACCTGCTGGCCCAGATCGGCGACCAGTACGCCGACCTGT
TTCTGGCCGCCAAGAACCTGTCCGACGCCATCCTGCTGAGCGACATCCTGAGAGTGAA
CACCGAGATCACCAAGGCCCCCCTGAGCGCCTCTATGATCAAGAGATACGACGAGCAC
CACCAGGACCTGACCCTGCTGAAAGCTCTCGTGCGGCAGCAGCTGCCTGAGAAGTACA
AAGAGATTTTCTTCGACCAGAGCAAGAACGGCTACGCCGGCTACATTGACGGCGGAGC
CAGCCAGGAAGAGTTCTACAAGTTCATCAAGCCCATCCTGGAAAAGATGGACGGCACCG
AGGAACTGCTCGTGAAGCTGAACAGAGAGGACCTGCTGCGGAAGCAGCGGACCTTCGA
CAACGGCAGCATCCCCCACCAGATCCACCTGGGAGAGCTGCACGCCATTCTGCGGCGG
CAGGAAGATTTTTACCCATTCCTGAAGGACAACCGGGAAAAGATCGAGAAGATCCTGAC
CTTCCGCATCCCCTACTACGTGGGCCCTCTGGCCAGGGGAAACAGCAGATTCGCCTGG
ATGACCAGAAAGAGCGAGGAAACCATCACCCCCTGGAACTTCGAGGAAGTGGTGGACA
AGGGCGCTTCCGCCCAGAGCTTCATCGAGCGGATGACCAACTTCGATAAGAACCTGCC
CAACGAGAAGGTGCTGCCCAAGCACAGCCTGCTGTACGAGTACTTCACCGTGTATAACG
AGCTGACCAAAGTGAAATACGTGACCGAGGGAATGAGAAAGCCCGCCTTCCTGAGCGG
CGAGCAGAAAAAGGCCATCGTGGACCTGCTGTTCAAGACCAACCGGAAAGTGACCGTG
AAGCAGCTGAAAGAGGACTACTTCAAGAAAATCGAGTGCCTGTCCTACGAGACAGAGAT
CCTGACAGTGGAGTATGGCCTGCTGCCAATCGGCAAGATCGTGGAGAAGAGGATCGAG
TGTACCGTGTACTCTGTGGATAACAATGGCAACATCTATACACAGCCCGTGGCACAGTG
GCACGATAGGGGAGAGCAGGAGGTGTTCGAGTATTGCCTGGAGGACGGCAGCCTGATC
AGGGCAACCAAGGACCACAAGTTCATGACAGTGGATGGCCAGATGCTGCCCATCGACG
AGATTTTCGAGCGGGAGCTGGACCTGATGAGAGTGGATAACCTGCCTAATAGCGGAGG
CAGTAAAAGAACAGCAGACGGGAGTGAGTTTGAGCCCAAGAAAAAGAGAAAGGTGTAA
GATCTGATAATCAACCTCTGGATTACAAAATTTGTGAAAGATTGACTGGTATTCTTAACTA
TGTTGCTCCTTTTACGCTATGTGGATACGCTGCTTTAATGCCTTTGTATCATGCTATTGCT
TCCCGTATGGCTTTCATTTTCTCCTCCTTGTATAAATCCTGGTTAGTTCTTGCCACGGCG
GAACTCATCGCCGCCTGCCTTGCCCGCTGCTGGACAGGGGCTCGGCTGTTGGGCACTG
ACAATTCCGTGGTGCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTCCC
CCGTGCCTTCCTTGACCCTGGAAGGTGCCACTCCCACTGTCCTTTCCTAATAAAATGAG
GAAATTGCATCGCATTGTCTGAGTAGGTGTCATTCTATTCTGGGGGGTGGGGTGGGGCA
GGACAGCAAGGGGGAGGATTGGGAAGACAATAGCAGGCATGCTGGGGATGCGGTGGG
CTCTATGGGCGGCCGCAGGAACCCCTAGTGATGGAGTTGGCCACTCCCTCTCTGCGCG
CTCGCTCGCTCACTGAGGCCGGGCGACCAAAGGTCGCCCGACGCCCGGGCTTTGCCC
GGGCGGCCTCAGTGAGCGAGCGAGCGCGCAG 
 
ABEmax v5 AAV C-terminal, LMNA c.1824 CàT protospacer 
This construct has BsmBI sites flanking an RFP dropout cassette to facilitate selection. 
Bacteria transformed with uncut parent vector will be RFP-positive. 
CTGCGCGCTCGCTCGCTCACTGAGGCCGCCCGGGCAAAGCCCGGGCGTCGGGCGACC
TTTGGTCGCCCGGCCTCAGTGAGCGAGCGAGCGCGCAGAGAGGGAGTGGCCAACTCC
ATCACTAGGGGTTCCTGCGGCCTCTAGATCAGGGTACCCGTTACATAACTTACGGTAAA
TGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAGTAACGCCA
ATAGGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGTAAACTGCCCACTTGGC
AGTACATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAATG
GCCCGCCTGGCATTGTGCCCAGTACATGACCTTATGGGACTTTCCTACTTGGCAGTACA
TCTACGTATTAGTCATCGCTATTACCATGGTCGAGGTGAGCCCCACGTTCTGCTTCACTC
TCCCCATCTCCCCCCCCTCCCCACCCCCAATTTTGTATTTATTTATTTTTTAATTATTTTGT
GCAGCGATGGGGGCGGGGGGGGGGGGGGGGCGCGCGCCAGGCGGGGCGGGGCGG
GGCGAGGGGCGGGGCGGGGCGAGGCGGAGAGGTGCGGCGGCAGCCAATCAGAGCG
GCGCGCTCCGAAAGTTTCCTTTTATGGCGAGGCGGCGGCGGCGGCGGCCCTATAAAAA
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GCGAAGCGCGCGGCGGGCGGGAGTCGCTGCGACGCTGCCTTCGCCCCGTGCCCCGC
TCCGCCGCCGCCTCGCGCCGCCCGCCCCGGCTCTGACTGACCGCGTTACTCCCACAG
GTGAGCGGGCGGGACGGCCCTTCTCCTCCGGGCTGTAATTAGCTGAGCAAGAGGTAAG
GGTTTAAGGGATGGTTGGTTGGTGGGGTATTAATGTTTAATTACCTGGAGCACCTGCCT
GAAATCACTTTTTTTCAGGTTGGACCGGTGCCACCATGAAACGGACAGCCGACGGAAGC
GAGTTCGAGTCACCAAAGAAGAAGCGGAAAGTCATCAAGATTGCTACACGGAAATACCT
GGGAAAGCAGAACGTGTACGACATCGGCGTGGAGCGGGATCACAACTTCGCCCTGAAG
AATGGCTTTATCGCCAGCAATTGCTTCGACTCCGTGGAAATCTCCGGCGTGGAAGATCG
GTTCAACGCCTCCCTGGGCACATACCACGATCTGCTGAAAATTATCAAGGACAAGGACT
TCCTGGACAATGAGGAAAACGAGGACATTCTGGAAGATATCGTGCTGACCCTGACACTG
TTTGAGGACAGAGAGATGATCGAGGAACGGCTGAAAACCTATGCCCACCTGTTCGACGA
CAAAGTGATGAAGCAGCTGAAGCGGCGGAGATACACCGGCTGGGGCAGGCTGAGCCG
GAAGCTGATCAACGGCATCCGGGACAAGCAGTCCGGCAAGACAATCCTGGATTTCCTG
AAGTCCGACGGCTTCGCCAACAGAAACTTCATGCAGCTGATCCACGACGACAGCCTGAC
CTTTAAAGAGGACATCCAGAAAGCCCAGGTGTCCGGCCAGGGCGATAGCCTGCACGAG
CACATTGCCAATCTGGCCGGCAGCCCCGCCATTAAGAAGGGCATCCTGCAGACAGTGA
AGGTGGTGGACGAGCTCGTGAAAGTGATGGGCCGGCACAAGCCCGAGAACATCGTGAT
CGAAATGGCCAGAGAGAACCAGACCACCCAGAAGGGACAGAAGAACAGCCGCGAGAG
AATGAAGCGGATCGAAGAGGGCATCAAAGAGCTGGGCAGCCAGATCCTGAAAGAACAC
CCCGTGGAAAACACCCAGCTGCAGAACGAGAAGCTGTACCTGTACTACCTGCAGAATG
GGCGGGATATGTACGTGGACCAGGAACTGGACATCAACCGGCTGTCCGACTACGATGT
GGACCATATCGTGCCTCAGAGCTTTCTGAAGGACGACTCCATCGACAACAAGGTGCTGA
CCAGAAGCGACAAGAACCGGGGCAAGAGCGACAACGTGCCCTCCGAAGAGGTCGTGA
AGAAGATGAAGAACTACTGGCGGCAGCTGCTGAACGCCAAGCTGATTACCCAGAGAAA
GTTCGACAATCTGACCAAGGCCGAGAGAGGCGGCCTGAGCGAACTGGATAAGGCCGG
CTTCATCAAGAGACAGCTGGTGGAAACCCGGCAGATCACAAAGCACGTGGCACAGATC
CTGGACTCCCGGATGAACACTAAGTACGACGAGAATGACAAGCTGATCCGGGAAGTGA
AAGTGATCACCCTGAAGTCCAAGCTGGTGTCCGATTTCCGGAAGGATTTCCAGTTTTACA
AAGTGCGCGAGATCAACAACTACCACCACGCCCACGACGCCTACCTGAACGCCGTCGT
GGGAACCGCCCTGATCAAAAAGTACCCTAAGCTGGAAAGCGAGTTCGTGTACGGCGAC
TACAAGGTGTACGACGTGCGGAAGATGATCGCCAAGAGCGAGCAGGAAATCGGCAAGG
CTACCGCCAAGTACTTCTTCTACAGCAACATCATGAACTTTTTCAAGACCGAGATTACCC
TGGCCAACGGCGAGATCCGGAAGCGGCCTCTGATCGAGACAAACGGCGAAACCGGGG
AGATCGTGTGGGATAAGGGCCGGGATTTTGCCACCGTGCGGAAAGTGCTGAGCATGCC
CCAAGTGAATATCGTGAAAAAGACCGAGGTGCAGACAGGCGGCTTCAGCAAAGAGTCTA
TCCTGCCCAAGAGGAACAGCGATAAGCTGATCGCCAGAAAGAAGGACTGGGACCCTAA
GAAGTACGGCGGCTTCGACAGCCCCACCGTGGCCTATTCTGTGCTGGTGGTGGCCAAA
GTGGAAAAGGGCAAGTCCAAGAAACTGAAGAGTGTGAAAGAGCTGCTGGGGATCACCA
TCATGGAAAGAAGCAGCTTCGAGAAGAATCCCATCGACTTTCTGGAAGCCAAGGGCTAC
AAAGAAGTGAAAAAGGACCTGATCATCAAGCTGCCTAAGTACTCCCTGTTCGAGCTGGA
AAACGGCCGGAAGAGAATGCTGGCCTCTGCCGGCGAACTGCAGAAGGGAAACGAACTG
GCCCTGCCCTCCAAATATGTGAACTTCCTGTACCTGGCCAGCCACTATGAGAAGCTGAA
GGGCTCCCCCGAGGATAATGAGCAGAAACAGCTGTTTGTGGAACAGCACAAGCACTAC
CTGGACGAGATCATCGAGCAGATCAGCGAGTTCTCCAAGAGAGTGATCCTGGCCGACG
CTAATCTGGACAAAGTGCTGTCCGCCTACAACAAGCACCGGGATAAGCCCATCAGAGAG
CAGGCCGAGAATATCATCCACCTGTTTACCCTGACCAATCTGGGAGCCCCTGCCGCCTT
CAAGTACTTTGACACCACCATCGACCGGAAGAGGTACACCAGCACCAAAGAGGTGCTG
GACGCCACCCTGATCCACCAGAGCATCACCGGCCTGTACGAGACACGGATCGACCTGT
CTCAGCTGGGAGGTGACTCTGGCGGCTCAAAAAGAACCGCCGACGGCAGCGAATTCGA
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GCCCAAGAAGAAGAGGAAAGTCTAAGATCTGATAATCAACCTCTGGATTACAAAATTTGT
GAAAGATTGACTGGTATTCTTAACTATGTTGCTCCTTTTACGCTATGTGGATACGCTGCTT
TAATGCCTTTGTATCATGCTATTGCTTCCCGTATGGCTTTCATTTTCTCCTCCTTGTATAA
ATCCTGGTTAGTTCTTGCCACGGCGGAACTCATCGCCGCCTGCCTTGCCCGCTGCTGG
ACAGGGGCTCGGCTGTTGGGCACTGACAATTCCGTGGTGCGACTGTGCCTTCTAGTTG
CCAGCCATCTGTTGTTTGCCCCTCCCCCGTGCCTTCCTTGACCCTGGAAGGTGCCACTC
CCACTGTCCTTTCCTAATAAAATGAGGAAATTGCATCGCATTGTCTGAGTAGGTGTCATT
CTATTCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGAGGATTGGGAAGACAATA
GCAGGCATGCTGGGGATGCGGTGGGCTCTATGGCTCGAGAAAAAAAGCACCGACTCGG
TGCCACTTTTTCAAGTTGATAACGGACTAGCCTTATTTTAACTTGCTATTTCTAGCTCTAA
AACGGAGCCCAGGTGGGTGGACCGGTGTTTCGTCCTTTCCACAAGATATATAAAGCCAA
GAAATCGAAATACTTTCAAGTTACGGTAAGCATATGATAGTCCATTTTAAAACATAATTTT
AAAACTGCAAACTACCCAAGAAATTATTACTTTCTACGTCACGTATTTTGTACTAATATCTT
TGTGTTTACAGTCAAATTAATTCTAATTATCTCTCTAACAGCCTTGTATCGTATATGCAAAT
ATGAAGGAATCATGGGAAATAGGCCCTCTTCCTGCCCGACCTTGCGGCCGCAGGAACC
CCTAGTGATGGAGTTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGG
CGACCAAAGGTCGCCCGACGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGCGAGCGA
GCGCGCAG 
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Supplementary Note 3. Scripts used in this study. 
 
Scripts used in this study can be downloaded from: 
https://github.com/CwilsonBroad/Koblan_2020_In-Vivo-Adenine-Base-Editing-Corrects-
Hutchinson-Gilford-Progeria-Syndrome. 
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Supplementary Figure 1. Complete gel images of western blots.  
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Supplementary Table 1. Information on animals in the longevity study. P3-injected mice 
showed an increase in keratitis of the eye that may have arisen from retro-orbital injections at 
an early age, possibly contributing to the shorter median lifespan of P3-injected saline-treated 
control mice relative to P14-injected saline control mice.  
 

 
 
  

Inj age Injected material Injection route Sex ID Genotype DOB Inj date DOD Age (d) Excluded? Cause of death
P3 Dual ABE AAV9 Retro-orbital sinus F F109166 Homozygous 1/18/19 1/21/19 1/3/20 351 N Endpoint necopsy; likely complications associated with HGPS 
P3 Dual ABE AAV9 Retro-orbital sinus F F209167 Homozygous 1/18/19 1/21/19 1/2/20 350 N Endpoint necopsy; likely complications associated with HGPS 
P3 Dual ABE AAV9 Retro-orbital sinus F F2+409170 Homozygous 1/18/19 1/21/19 1/3/20 351 N Endpoint necopsy; likely complications associated with HGPS 
P3 Dual ABE AAV9 Retro-orbital sinus F F109175 Homozygous 1/18/19 1/21/19 12/5/19 322 N Endpoint necopsy; likely complications associated with HGPS 
P3 Dual ABE AAV9 Retro-orbital sinus F F209176 Homozygous 1/18/19 1/21/19 12/25/19 342 N Endpoint necopsy; likely complications associated with HGPS 
P3 Dual ABE AAV9 Retro-orbital sinus F F2+409180 Homozygous 1/18/19 1/21/19 12/25/19 342 N Endpoint necopsy; likely complications associated with HGPS 
P3 Saline Retro-orbital sinus F F309629 Homozygous 6/2/19 6/4/19 12/8/19 190 N Endpoint necopsy; likely complications associated with HGPS 
P3 Saline Retro-orbital sinus F F209636 Homozygous 6/2/19 6/4/19 12/8/19 190 N Endpoint necopsy; likely complications associated with HGPS 
P3 Saline Retro-orbital sinus F F3+609637 Homozygous 6/2/19 6/4/19 12/8/19 190 N Endpoint necopsy; likely complications associated with HGPS 
P3 Saline Retro-orbital sinus F F109650 Homozygous 6/9/19 6/12/19 12/8/19 183 N Endpoint necopsy; likely complications associated with HGPS 
P3 Saline Retro-orbital sinus F F3+409652 Homozygous 6/9/19 6/12/19 12/8/19 183 N Endpoint necopsy; likely complications associated with HGPS 
P3 Saline Retro-orbital sinus F F3+509659 Homozygous 6/14/19 6/17/19 12/8/19 178 N Endpoint necopsy; likely complications associated with HGPS 
P3 Dual ABE AAV9 Retro-orbital sinus M M2+409178 Homozygous 1/18/19 1/21/19 12/31/19 348 N Endpoint necopsy; likely complications associated with HGPS 
P3 Dual ABE AAV9 Retro-orbital sinus M M209211 Homozygous 1/20/19 1/23/19 12/16/19 331 N Endpoint necopsy; likely complications associated with HGPS 
P3 Dual ABE AAV9 Retro-orbital sinus M M3+409212 Homozygous 1/20/19 1/23/19 12/6/19 321 N Endpoint necopsy; likely complications associated with HGPS 
P3 Dual ABE AAV9 Retro-orbital sinus M M109127 Homozygous 1/20/19 1/23/19 12/16/19 331 N Endpoint necopsy; likely complications associated with HGPS 
P3 Dual ABE AAV9 Retro-orbital sinus M M209128 Homozygous 1/20/19 1/23/19 12/18/19 333 N Endpoint necopsy; likely complications associated with HGPS 
P3 Dual ABE AAV9 Retro-orbital sinus M M2+409133 Homozygous 1/20/19 1/23/19 10/25/19 279 Y Emergency necropsy; penile prolapse
P3 Saline Retro-orbital sinus M M209631 Homozygous 6/2/19 6/4/19 1/20/20 233 N Endpoint necopsy; likely complications associated with HGPS 
P3 Saline Retro-orbital sinus M M309632 Homozygous 6/2/19 6/4/19 1/20/20 233 N Endpoint necopsy; likely complications associated with HGPS 
P3 Saline Retro-orbital sinus M M409461 Homozygous 6/2/19 6/4/19 1/20/20 233 N Endpoint necopsy; likely complications associated with HGPS 
P3 Saline Retro-orbital sinus M M5+109642 Homozygous 6/2/19 6/4/19 12/6/19 188 N Endpoint necopsy; likely complications associated with HGPS 
P3 Saline Retro-orbital sinus M M3+409649 Homozygous 6/5/19 6/8/19 12/14/19 193 N Endpoint necopsy; likely complications associated with HGPS 
P3 Saline Retro-orbital sinus M M2+409654 Homozygous 6/9/19 6/12/19 12/14/19 193 N Endpoint necopsy; likely complications associated with HGPS 
P14 Dual ABE AAV9 Retro-orbital sinus F F3+609503 Homozygous 5/4/19 5/17/19 9/29/20 515 N Endpoint necropsy; no abnormalities, likely complications associated w/HGPS 
P14 Dual ABE AAV9 Retro-orbital sinus F F1+609524 Homozygous 5/4/19 5/17/19 9/23/20 509 N Endpoint necropsy; lower lobe liver tumors
P14 Dual ABE AAV9 Retro-orbital sinus F F2+409525 Homozygous 5/4/19 5/17/19 11/6/19 187 Y Found dead; thoracic trauma
P14 Dual ABE AAV9 Retro-orbital sinus F F1+609529 Homozygous 5/5/19 5/17/19 N (Still alive as of 11/06/2020)
P14 Dual ABE AAV9 Retro-orbital sinus F F409532 Homozygous 5/5/19 5/17/19 534 N Endpoint necopsy; likely complications associated with HGPS 
P14 Dual ABE AAV9 Retro-orbital sinus F F3+409547 Homozygous 5/4/19 5/17/19 9/25/20 511 N Endpoint necropsy; no abnormalities, likely complications associated w/HGPS 
P14 Saline Retro-orbital sinus F F109481 Homozygous 4/27/19 5/15/19 11/25/19 213 N Endpoint necopsy; likely complications associated with HGPS 
P14 Saline Retro-orbital sinus F F209496 Homozygous 4/27/19 5/15/19 11/25/19 213 N Endpoint necopsy; likely complications associated with HGPS 
P14 Saline Retro-orbital sinus F F309508 Homozygous 4/27/19 5/15/19 11/25/19 213 N Endpoint necopsy; likely complications associated with HGPS 
P14 Saline Retro-orbital sinus F F309537 Homozygous 5/3/19 5/15/19 12/4/19 216 N Endpoint necopsy; likely complications associated with HGPS 
P14 Saline Retro-orbital sinus F F409517 Homozygous 5/3/19 5/15/19 12/6/19 218 N Endpoint necopsy; likely complications associated with HGPS 
P14 Saline Retro-orbital sinus F F4+309561 Homozygous 5/4/19 5/15/19 12/4/19 215 N Endpoint necopsy; likely complications associated with HGPS 
P14 Dual ABE AAV9 Retro-orbital sinus M M109485 Homozygous 4/27/19 5/19/19 9/20/20 513 N Endpoint necropsy: abdominal lesion; upper- mid- lower- left lobe liver tumors
P14 Dual ABE AAV9 Retro-orbital sinus M M1+609504 Homozygous 5/4/19 5/19/19 4/29/20 361 N Found dead; gastrointestinal necrosis
P14 Dual ABE AAV9 Retro-orbital sinus M M209528 Homozygous 5/4/19 5/19/19 3/2/20 322 Y Endpoint necopsy; obstructive uropathy
P14 Dual ABE AAV9 Retro-orbital sinus M M3+409544 Homozygous 5/4/19 5/19/19 8/3/20 458 N Endpoint necropsy: lower lobe liver tumor
P14 Dual ABE AAV9 Retro-orbital sinus M M1+409548 Homozygous 5/4/19 5/19/19 7/24/20 448 N Endpoint necopsy; mid- and lower lobe liver tumor; enlarged heart
P14 Dual ABE AAV9 Retro-orbital sinus M M3+609550 Homozygous 5/4/19 5/19/19 7/14/20 438 N Endpoint necopsy; proximal and mid-lobe liver tumor
P14 Saline Retro-orbital sinus M M209498 Homozygous 4/27/19 5/19/19 11/28/19 216 N Endpoint necopsy; likely complications associated with HGPS 
P14 Saline Retro-orbital sinus M M409500 Homozygous 4/27/19 5/19/19 11/28/19 216 N Endpoint necopsy; likely complications associated with HGPS 
P14 Saline Retro-orbital sinus M M109510 Homozygous 4/27/19 5/19/19 11/28/19 216 N Endpoint necopsy; likely complications associated with HGPS 
P14 Saline Retro-orbital sinus M M409551 Homozygous 5/4/19 5/19/19 12/18/19 229 N Endpoint necopsy; likely complications associated with HGPS 
P14 Saline Retro-orbital sinus M M309512 Homozygous 4/27/19 5/19/19 12/21/19 239 N Endpoint necopsy; likely complications associated with HGPS 
P14 Saline Retro-orbital sinus M M109533 Homozygous 5/5/19 5/19/19 12/21/19 231 N Endpoint necopsy; likely complications associated with HGPS 
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Supplementary Table 2. Statistical analysis.  
 

  

  

 
	

 
 

 
	

 
 

Cell line transcript abundance (Figure 1c)

Quantitation: Cell line: Sample 1: Sample 2: p-value: Side: t, df:
LMNA transcript abundance HGADFN167 Untreated 10 day ABE-treated 0.0119 Two-tailed t=4.376 df=4
LMNA transcript abundance HGADFN167 Untreated 20 day ABE-treated 0.3475 Two-tailed t=1.063 df=4

Progerin transcript abundance HGADFN167 Untreated 10 day ABE-treated < 0.0001 Two-tailed t=122.8 df=4
Progerin transcript abundance HGADFN167 Untreated 20 day ABE-treated < 0.0001 Two-tailed t=50.74 df=4
LMNC transcript abundance HGADFN167 Untreated 10 day ABE-treated 0.8121 Two-tailed t=0.2538 df=4
LMNC transcript abundance HGADFN167 Untreated 20 day ABE-treated 0.0604 Two-tailed t=2.595 df=4

LMNA transcript abundance HGADFN188 Untreated 10 day ABE-treated 0.1035 Two-tailed t=2.101 df=4
LMNA transcript abundance HGADFN188 Untreated 20 day ABE-treated 0.0152 Two-tailed t=4.075 df=4

Progerin transcript abundance HGADFN188 Untreated 10 day ABE-treated < 0.0001 Two-tailed t=16.61 df=4
Progerin transcript abundance HGADFN188 Untreated 20 day ABE-treated < 0.0001 Two-tailed t=18.11 df=4
LMNC transcript abundance HGADFN188 Untreated 10 day ABE-treated 0.5097 Two-tailed t=0.7229 df=4
LMNC transcript abundance HGADFN188 Untreated 20 day ABE-treated 0.0043 Two-tailed t=5.818 df=4

Abnormal nuclei counts (Figure 1f)

Quantitation: Cell line: Sample 1: Sample 2: p-value: Side: t, df:
Abnormal Nuclei HGADFN167 Untreated 20 day treated < 0.0001 Two-tailed t=17.50 df=4

Cell line A-to-I editing frequencies (Figure 2c)

Quantitation: Cell line: Sample 1: Sample 2: p-value: Side: t, df:
% A-to-I editing HGADFN167 Untreated 10 day ABE-treated 0.0835 Two-tailed t=2.293 df=4
% A-to-I editing HGADFN167 Untreated 20 day ABE-treated 0.1758 Two-tailed t=1.642 df=4
% A-to-I editing HGADFN188 Untreated 10 day ABE-treated 0.284 Two-tailed t=1.236 df=4
% A-to-I editing HGADFN188 Untreated 20 day ABE-treated 0.9677 Two-tailed t=0.04312 df=4

P3 6 week ABE-treated versus 6 month ABE-treated DNA editing efficiencies (Figure 3b)

Quantitation: Tissue: Sample 1: Sample 2: p-value: Side: t, df:
P3 6wk vs. 6mo DNA editing Heart 6 week ABE-treated 6 monthABE- treated 0.0051 Two-tailed t=3.318 df=14
P3 6wk vs. 6mo DNA editing Quad 6 week ABE-treated 6 monthABE- treated 0.0112 Two-tailed t=2.918 df=14
P3 6wk vs. 6mo DNA editing Liver 6 week ABE-treated 6 monthABE- treated 0.2039 Two-tailed t=1.333 df=14
P3 6wk vs. 6mo DNA editing Aorta 6 week ABE-treated 6 monthABE- treated 0.0028 Two-tailed t=3.625 df=14
P3 6wk vs. 6mo DNA editing Bone 6 week ABE-treated 6 monthABE- treated 0.0003 Two-tailed t=4.757 df=14

P14 6 week ABE-treated versus 6 month ABE-treated DNA editing efficiencies (Figure 3b)

Quantitation: Tissue: Sample 1: Sample 2: p-value: Side: t, df:
P14 6wk vs. 6mo DNA editing Heart 6 week ABE-treated 6 monthABE- treated 0.0008 Two-tailed t=4.196 df=15
P14 6wk vs. 6mo DNA editing Quad 6 week ABE-treated 6 monthABE- treated 0.0048 Two-tailed t=3.304 df=15
P14 6wk vs. 6mo DNA editing Liver 6 week ABE-treated 6 monthABE- treated 0.0906 Two-tailed t=1.808 df=15
P14 6wk vs. 6mo DNA editing Aorta 6 week ABE-treated 6 monthABE- treated 0.5735 Two-tailed t=0.5755 df=15
P14 6wk vs. 6mo DNA editing Bone 6 week ABE-treated 6 monthABE- treated 0.0683 Two-tailed t=1.965 df=15

P3 6 month ABE-treated versus P14 6 month ABE-treated DNA editing efficiencies (Extended Data Figure 3c)

Quantitation: Tissue: Sample 1: Sample 2: p-value: Side: t, df:
P3 vs P14 DNA editing (6mo) Aorta P3 6 month ABE-treated P14 6 month ABE-treated < 0.0001 Two-tailed t=4.846 df=22
P3 vs P14 DNA editing (6mo) Heart P3 6 month ABE-treated P14 6 month ABE-treated 0.0382 Two-tailed t=2.205 df=22
P3 vs P14 DNA editing (6mo) Kidney P3 6 month ABE-treated P14 6 month ABE-treated 0.4461 Two-tailed t=0.7759 df=22
P3 vs P14 DNA editing (6mo) Liver P3 6 month ABE-treated P14 6 month ABE-treated 0.0059 Two-tailed t=3.051 df=22
P3 vs P14 DNA editing (6mo) Lung P3 6 month ABE-treated P14 6 month ABE-treated 0.0185 Two-tailed t=2.544 df=22
P3 vs P14 DNA editing (6mo) Quad P3 6 month ABE-treated P14 6 month ABE-treated < 0.0001 Two-tailed t=5.188 df=22
P3 vs P14 DNA editing (6mo) Skin P3 6 month ABE-treated P14 6 month ABE-treated 0.4918 Two-tailed t=0.6991 df=22
P3 vs P14 DNA editing (6mo) Spleen P3 6 month ABE-treated P14 6 month ABE-treated 0.6707 Two-tailed t=0.4309 df=22
P3 vs P14 DNA editing (6mo) Bone P3 6 month ABE-treated P14 6 month ABE-treated 0.0113 Two-tailed t=2.763 df=22
P3 vs P14 DNA editing (6mo) Visc. fat P3 6 month ABE-treated P14 6 month ABE-treated 0.0505 Two-tailed t=2.069 df=22
P3 vs P14 DNA editing (6mo) WAT P3 6 month ABE-treated P14 6 month ABE-treated 0.476 Two-tailed t=0.7252 df=22
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P3 6 month saline-treated versus P3 6 month ABE-treated ddPCR transcript abundance (Figure 3c, Extended Data Figure 4)

Quantitation: Tissue: Sample 1: Sample 2: p-value: Side: t, df:
Progerin transcript abundance Liver 6mo P3 saline-treated 6mo P3 ABE-treated < 0.0001 Two-tailed t=5.509 df=22
Progerin transcript abundance Heart 6mo P3 saline-treated 6mo P3 ABE-treated 0.3146 Two-tailed t=1.029 df=22
Progerin transcript abundance Aorta 6mo P3 saline-treated 6mo P3 ABE-treated 0.1811 Two-tailed t=1.381 df=22
Progerin transcript abundance Quad 6mo P3 saline-treated 6mo P3 ABE-treated 0.1091 Two-tailed t=1.670 df=22
Progerin transcript abundance Bone 6mo P3 saline-treated 6mo P3 ABE-treated 0.2405 Two-tailed t=1.206 df=22
Progerin transcript abundance Skin 6mo P3 saline-treated 6mo P3 ABE-treated 0.4948 Two-tailed t=0.6942 df=22
Progerin transcript abundance Visc. Fat 6mo P3 saline-treated 6mo P3 ABE-treated 0.5597 Two-tailed t=0.5923 df=22
Progerin transcript abundance WAT 6mo P3 saline-treated 6mo P3 ABE-treated < 0.0001 Two-tailed t=5.587 df=22
Progerin transcript abundance lung 6mo P3 saline-treated 6mo P3 ABE-treated 0.7648 Two-tailed t=0.3029 df=22
Progerin transcript abundance Kidney 6mo P3 saline-treated 6mo P3 ABE-treated < 0.0001 Two-tailed t=4.837 df=22
Progerin transcript abundance Spleen 6mo P3 saline-treated 6mo P3 ABE-treated 0.597 Two-tailed t=0.5366 df=22

LMNA transcript abundance Liver 6mo P3 saline-treated 6mo P3 ABE-treated 0.0019 Two-tailed t=3.523 df=22
LMNA transcript abundance Heart 6mo P3 saline-treated 6mo P3 ABE-treated 0.0018 Two-tailed t=3.549 df=22
LMNA transcript abundance Aorta 6mo P3 saline-treated 6mo P3 ABE-treated 0.0431 Two-tailed t=2.147 df=22
LMNA transcript abundance Quad 6mo P3 saline-treated 6mo P3 ABE-treated 0.6065 Two-tailed t=0.5226 df=22
LMNA transcript abundance Bone 6mo P3 saline-treated 6mo P3 ABE-treated 0.3633 Two-tailed t=0.9283 df=22
LMNA transcript abundance Skin 6mo P3 saline-treated 6mo P3 ABE-treated 0.05 Two-tailed t=2.074 df=22
LMNA transcript abundance Visc. Fat 6mo P3 saline-treated 6mo P3 ABE-treated 0.1342 Two-tailed t=1.555 df=22
LMNA transcript abundance WAT 6mo P3 saline-treated 6mo P3 ABE-treated 0.0036 Two-tailed t=3.262 df=22
LMNA transcript abundance lung 6mo P3 saline-treated 6mo P3 ABE-treated 0.0069 Two-tailed t=2.983 df=22
LMNA transcript abundance Kidney 6mo P3 saline-treated 6mo P3 ABE-treated 0.0018 Two-tailed t=3.543 df=22
LMNA transcript abundance Spleen 6mo P3 saline-treated 6mo P3 ABE-treated < 0.0001 Two-tailed t=5.745 df=22

P14 6 month saline-treated versus P14 6 month ABE-treated ddPCR transcript abundance (Figure 3c, Extended Data Figure 4)

Progerin transcript abundance Liver 6mo P14 saline-treated 6mo P14 ABE-treated < 0.0001 Two-tailed t=6.979 df=22
Progerin transcript abundance Heart 6mo P14 saline-treated 6mo P14 ABE-treated 0.1325 Two-tailed t=1.562 df=22
Progerin transcript abundance Aorta 6mo P14 saline-treated 6mo P14 ABE-treated 0.9992 Two-tailed t=0.0009725 df=16
Progerin transcript abundance Quad 6mo P14 saline-treated 6mo P14 ABE-treated < 0.0001 Two-tailed t=5.741 df=22
Progerin transcript abundance Bone 6mo P14 saline-treated 6mo P14 ABE-treated 0.2235 Two-tailed t=1.261 df=18
Progerin transcript abundance Skin 6mo P14 saline-treated 6mo P14 ABE-treated 0.6208 Two-tailed t=0.5021 df=21
Progerin transcript abundance Visc. Fat 6mo P14 saline-treated 6mo P14 ABE-treated 0.8041 Two-tailed t=0.2512 df=21
Progerin transcript abundance WAT 6mo P14 saline-treated 6mo P14 ABE-treated 0.0976 Two-tailed t=1.759 df=16
Progerin transcript abundance lung 6mo P14 saline-treated 6mo P14 ABE-treated 0.2897 Two-tailed t=1.085 df=22
Progerin transcript abundance Kidney 6mo P14 saline-treated 6mo P14 ABE-treated 0.2708 Two-tailed t=1.130 df=22
Progerin transcript abundance Spleen 6mo P14 saline-treated 6mo P14 ABE-treated 0.3053 Two-tailed t=1.049 df=22

LMNA transcript abundance Liver 6mo P14 saline-treated 6mo P14 ABE-treated 0.0015 Two-tailed t=3.612 df=22
LMNA transcript abundance Heart 6mo P14 saline-treated 6mo P14 ABE-treated 0.0013 Two-tailed t=3.678 df=22
LMNA transcript abundance Aorta 6mo P14 saline-treated 6mo P14 ABE-treated 0.0365 Two-tailed t=2.282 df=16
LMNA transcript abundance Quad 6mo P14 saline-treated 6mo P14 ABE-treated 0.1058 Two-tailed t=1.687 df=22
LMNA transcript abundance Bone 6mo P14 saline-treated 6mo P14 ABE-treated 0.379 Two-tailed t=0.9019 df=18
LMNA transcript abundance Skin 6mo P14 saline-treated 6mo P14 ABE-treated 0.6691 Two-tailed t=0.4335 df=21
LMNA transcript abundance Visc. Fat 6mo P14 saline-treated 6mo P14 ABE-treated 0.0357 Two-tailed t=2.244 df=21
LMNA transcript abundance WAT 6mo P14 saline-treated 6mo P14 ABE-treated 0.3739 Two-tailed t=0.9148 df=16
LMNA transcript abundance lung 6mo P14 saline-treated 6mo P14 ABE-treated 0.5735 Two-tailed t=0.5715 df=22
LMNA transcript abundance Kidney 6mo P14 saline-treated 6mo P14 ABE-treated 0.8876 Two-tailed t=0.1430 df=22
LMNA transcript abundance Spleen 6mo P14 saline-treated 6mo P14 ABE-treated 0.106 Two-tailed t=1.686 df=22
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P3 and P14 6 month saline-treated versus 6 month ABE-treated western blot analysis (Figure 3d, Extended Data Figure 5)

Quantitation: Tissue: Sample 1: Sample 2: p-value: Side: t, df:
Lamin A protein abundance Liver (female) 6mo P3 saline-treated 6mo P3 ABE-treated 0.0357 Two-tailed t=2.426, df=10
Lamin A protein abundance Liver (male) 6mo P3 saline-treated 6mo P3 ABE-treated 0.0756 Two-tailed t=1.982, df=10
Lamin A protein abundance Liver (female) 6mo P14 saline-treated 6mo P14 ABE-treated 0.4152 Two-tailed t=0.8501, df=10
Lamin A protein abundance Liver (male) 6mo P14 saline-treated 6mo P14 ABE-treated 0.4378 Two-tailed t=0.8082, df=10

Progerin protein abundance Liver (female) 6mo P3 saline-treated 6mo P3 ABE-treated <0.0001 Two-tailed t=7.394, df=10
Progerin protein abundance Liver (male) 6mo P3 saline-treated 6mo P3 ABE-treated <0.0001 Two-tailed t=7.636, df=10
Progerin protein abundance Liver (female) 6mo P14 saline-treated 6mo P14 ABE-treated 0.0003 Two-tailed t=5.530, df=10
Progerin protein abundance Liver (male) 6mo P14 saline-treated 6mo P14 ABE-treated 0.00027 Two-tailed t=5.476, df=10

Lamin A protein abundance Heart (female) 6mo P3 saline-treated 6mo P3 ABE-treated 0.114 Two-tailed t=1.732, df=10
Lamin A protein abundance Heart (male) 6mo P3 saline-treated 6mo P3 ABE-treated 0.0221 Two-tailed t=2.706, df=10
Lamin A protein abundance Heart (female) 6mo P14 saline-treated 6mo P14 ABE-treated 0.555 Two-tailed t=0.6108, df=10
Lamin A protein abundance Heart (male) 6mo P14 saline-treated 6mo P14 ABE-treated 0.3427 Two-tailed t=0.9961, df=10

Progerin protein abundance Heart (female) 6mo P3 saline-treated 6mo P3 ABE-treated 0.0004 Two-tailed t=5.129, df=10
Progerin protein abundance Heart (male) 6mo P3 saline-treated 6mo P3 ABE-treated <0.0001 Two-tailed t=20.67, df=10
Progerin protein abundance Heart (female) 6mo P14 saline-treated 6mo P14 ABE-treated <0.0001 Two-tailed t=7.658, df=10
Progerin protein abundance Heart (male) 6mo P14 saline-treated 6mo P14 ABE-treated <0.0001 Two-tailed t=6.602, df=10

Lamin A protein abundance Aorta (female) 6mo P3 saline-treated 6mo P3 ABE-treated 0.0232 Two-tailed t=2.731, df=9
Lamin A protein abundance Aorta (male) 6mo P3 saline-treated 6mo P3 ABE-treated 0.0031 Two-tailed t=3.998, df=9
Lamin A protein abundance Aorta (female) 6mo P14 saline-treated 6mo P14 ABE-treated 0.0109 Two-tailed t=3.196, df=9
Lamin A protein abundance Aorta (male) 6mo P14 saline-treated 6mo P14 ABE-treated 0.0003 Two-tailed t=5.476, df=10

Progerin protein abundance Aorta (female) 6mo P3 saline-treated 6mo P3 ABE-treated 0.0279 Two-tailed t=2.616, df=9
Progerin protein abundance Aorta (male) 6mo P3 saline-treated 6mo P3 ABE-treated 0.1966 Two-tailed t=1.395, df=9
Progerin protein abundance Aorta (female) 6mo P14 saline-treated 6mo P14 ABE-treated 0.0027 Two-tailed t=4.099, df=9
Progerin protein abundance Aorta (male) 6mo P14 saline-treated 6mo P14 ABE-treated 0.0203 Two-tailed t=2.756, df=10

P3 and P14 6 month saline-treated versus 6 month ABE-treated VSMC counts and adventitial area (Figure 4b, Extended Data Figures 6,7)

Quantitation: Tissue: Sample 1: Sample 2: p-value: Side: t, df:
VSMC count in P3 samples Aorta 6mo P3 saline-treated 6mo P3 ABE-treated 0.0188 Two-tailed t=2.557 df=20
VSMC count in P14 samples Aorta 6mo P14 saline-treated 6mo P14 ABE-treated < 0.0001 Two-tailed t=16.73 df=18
VSMC count in P3 samples Aorta 6mo wild type untreated 6mo P3 ABE-treated < 0.0001 Two-tailed t=6.878 df=16
VSMC count in P14 samples Aorta 6mo wild type untreated 6mo P14 ABE-treated 0.5719 Two-tailed t=0.5772 df=16

Adventitial area count in P3 samples Aorta 6mo P3 saline-treated 6mo P3 ABE-treated 0.3856 Two-tailed t=0.8870 df=20
Adventitial area count in P14 samples Aorta 6mo P14 saline-treated 6mo P14 ABE-treated < 0.0001 Two-tailed t=7.810 df=18
Adventitial area count in P3 samples Aorta 6mo wild type untreated 6mo P3 ABE-treated 0.004 Two-tailed t=3.363 df=16
Adventitial area count in P14 samples Aorta 6mo wild type untreated 6mo P14 ABE-treated 0.8823 Two-tailed t=0.1504 df=16
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